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<210> 1 

<211> 11 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Peptide mimic of HOX Heptapeptide Region 



<220> 

<221> MIS C_F E ATURE 
<222> (1) . . (1) 

<223> Xaa may be present or absent, is a moiety attached via the 

available amino group or alternatively via the side chain of the 
adjacent amino acid residue, is preferably a peptide of 50 amino 
acids or less which is optionally substituted. 

<220> 

<221> MIS C_F E ATURE 
<222> (2) . . (2) 

<223> Xaa may be present or absent, is one or more amino acids, and is 
preferably W, T, PE, KQI, W, PQT, H or RI . 

<220> 

<221> MIS C_FE ATURE 
<222> (3) . . (3) 

<223> Xaa is an amino acids with an aromatic side chain, preferably Y, 
F or W. 



<220> 

<221> MIS C_F E ATURE 

<222> (4) . . (4) 

<223> Xaa is the amino acid P or D. 
<220> 

<221> MIS C_FEATURE 

<222> (7) . . (7) 



25545062.1 



- 1 - 



<223> 



Xaa is an amino acid with a basic side chain, preferably K, R or 
H. 



<220> 

<221> MISC_FEATURE 
<222> (8) . . (8) 

<223> Xaa is an amino acid with a charged side chain, preferably a 

basic side chain, especially preferably K, R, E, H, D, N or Q. 

<220> 

< 2 2 1 > MIS COFEATURE 
<222> (9) . . (9) 

<223> Xaa is an amino acid with a charged side chain, preferably a 

basic side chain, especially preferably K, R, E, H, D, N or Q . 

<220> 

<221> MIS C_FE ATURE 
<222> (10) . . (10) 

<223> Xaa is an amino acid with a basic side chain or serine, 

especially preferably H, S, R, or K or a functionally equivalent 
derivative, variant or fragment thereof. 

<220> 

<221> MIS C_F E ATURE 
<222> (11) . . (11) 

<223> Xaa may be present or absent, is a moiety attached via the 

available carboyxl group or alternatively via the side chain of 
the adjacent amino acid residue, is preferably a peptide of 50 
amino acids or less which is optionally substituted. 

<400> 1 

Xaa Xaa Xaa Xaa Trp Met Xaa Xaa Xaa Xaa Xaa 
15 10 



<210> 2 

<211> 9 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Peptide mimic of HOX heptapeptide region 



<220> 

<221> MI SC_FE ATURE 

<222> (1) . . (1) 

<223> Xaa may be present or absent, is one or more amino acids, and is 
preferably W, T, PE, KQI, W, PQT, H or RI . 

<220> 

<221> MIS C_FE ATURE 

<222> (2) . . (2) 

<223> Xaa is an amino acid with an aromatic side chain, preferably Y, F 
or W. 

<220> 

<2 2 1 > MI SC_FE ATURE 

<222> (3) . . (3) 

<223> Xaa is the amino acid P or D 



25545062.1 



-2- 



<220> 

< 2 2 1 > MIS C_FE ATURE 
<222> (6) . . (6) 

<223> Xaa is an amino acid with a basic side chain, preferably K, R or 
H. 



<220> 

<221> MIS COFEATURE 
<222> (7) . . (7) 

<223> Xaa is an amino acid with a charged side chain, preferably a 

basic side chain, especially preferably K, R, E, H, D, N, or Q. 



<220> 

< 2 2 1 > MI SC_FE ATURE 
<222> (8) . . (8) 

<223> Xaa is an amino acid with a charged side chain, preferably a 

basic side chain, especially preferably K, R, E, H, D, N, or Q. 

<220> 

<221> MIS C_FE ATURE 
<222> (9) . . (9) 

<223> Xaa is an amino acid with a basic side chain or serine, 
especially preferably H, S, R or K. 

<400> 2 

Xaa Xaa Xaa Trp Met Xaa Xaa Xaa Xaa 
1 5 



<210> 3 

<211> 11 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Peptide mimic of HOX heptapeptide region. 



<220> 

<221> MIS C_FEATURE 
<222> (1) . . (1) 

<223> Xaa may be present or absent, is a moiety attached via the 

available amino group or alternatively via the side chain of the 
adjacent amino acid residue, is preferably a peptide of 50 amino 
acids or less which is optionally substitute 

<220> 

<221> MIS C_F E ATURE 
<222> (2) . . (2) 

<22 3> Xaa may be present or absent, is one or more amino acids, and is 
preferably W, T, PE, KQI, W, PQT, H or RI . 

<220> 

<221> MI SC_FE ATURE 
<222> (3) . . (3) 

<223> Xaa is the amino acid Y or F . 
<220> 

<221> MISC FEATURE 



25545062.1 



-3- 



<222> 
<223> 



(4) . . (4) 

Xaa is the amino acid P or D. 



<220> 

<221> MISC_FEATURE 

<222> (7) . . (7) 

<223> Xaa is the amino acid K or R 
<220> 

<2 21> MIS C_FEATURE 

<222> (8) . . (8) 

<223> Xaa is the amino acid K, R or E . 
<220> 

<221> MISC_FEATURE 

<222> (9) . . (9) 

<223> Xaa is the amino acid H, R, Q or K. 
<220> 

<221> MISC_FEATURE 

<222> (10) . . (10) 

<223> Xaa is the amino acid H, S, R or K . 
<220> 

<221> MIS COFEATURE 

<222> (11) . . (11) 

<223> Xaa may be present or absent, is a moiety attached via the 

available carboyxl group or alternatively via the side chain of 
the adjacent amino acid residue, is preferably a peptide of 50 
amino acids or less which is optionally substit 

<400> 3 

Xaa Xaa Xaa Xaa Trp Met Xaa Xaa Xaa Xaa Xaa 
15 10 



<210> 4 

<211> 11 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Peptide mimic of HOX heptapeptide region 



<220> 

<221> MISC_FEATURE 
<222> (1) . . (1) 

<223> Xaa may be present or absent, is a moiety attached via the 

available amino group or alternatively via the side chain of the 
adjacent amino acid residue, is preferably a peptide of 5 0 amino 
acids or less which is optionally substitute 

<220> 

<221> MISC_FEATURE 
<222> (2) . . (2) 

<223> Xaa may be present or absent, is one or more amino acids, and is 
preferably W, T, PE, KQI , W, PQT, H or RI . 

<220> 



25545062.1 



-4- 



<221> MIS C_ FEATURE 

<222> (7) . . (7) 

<223> Xaa is the amino acid K or R. 
<220> 

<221> MISC_FEATURE 

<222> (8) . . (8) 

<223> Xaa is the amino acid K, R or E . 
<220> 

<221> MIS C_FE ATURE 

<222> (9) . . (9) 

<223> Xaa is the amino acid H, R, Q or K. 
<220> 

<221> MIS COFEATURE 

<222> (10) . . (10) 

<223> Xaa is the amino acid H, S, R or K. 
<220> 

<221> MIS COFEATURE 

<222> (11) . . (11) 

<223> Xaa may be present or absent, is a moiety attached via the 

available carboyxl group or alternatively via the side chain of 
the adjacent amino acid residue, is preferably a peptide of 50 
amino acids or less which is optionally substituted. 

<400> 4 

Xaa Xaa Tyr Pro Trp Met Xaa Xaa Xaa Xaa Xaa 
15 10 



<210> 5 

<211> 11 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Peptide mimic of HOX heptapeptide region 



<220> 

<221> MIS C_FE ATURE 
<222> (1) . . (1) 

<223> Xaa may be present or absent, is a moiety attached via the 

available amino group or alternatively via the side chain of the 
adjacent amino acid residue, is preferably a peptide of 50 amino 
acids or less which is optionally substitute 

<220> 

<221> MISC_FEATURE 
<222> (11) . . (11) 

<223> Xaa may be present or absent, is a moiety attached via the 

available carboyxl group or alternatively via the side chain of 
the adjacent amino acid residue, is preferably a peptide of 50 
amino acids or less which is optionally substit 

<400> 5 

Xaa Trp Tyr Pro Trp Met Lys Lys His His Xaa 



25545062.1 



1 


5 


10 




<210> 
<2 11> 
<212> 
<213> 


6 
9 

PRT 

Artificial Sequence 






<220> 
<223> 


Peptide mimic of HOX 


heptapeptide 


region 


<400> 


6 






Trp Tyr Pro Trp Met Lys Lys 
1 5 


His His 




<210> 
<211> 
<212> 
<213> 


7 

10 
PRT 

Artificial Sequence 






<220> 
<223> 


Peptide mimic of HOX 


heptapeptide 


region 


<400> 


7 






Trp Tyr Pro Trp Met Lys Lys 
1 5 


His His Arg 
10 




<210> 
<211> 
<212> 
<213> 


8 

16 
PRT 

Artificial Sequence 







<220> 

<223> Peptide cell penetration moiety 



<220> 

<221> MISC_FEATURE 
<222> (1) . . (1) 

<223> Xaa is the amino acid R or Q or functionally equivalent 
derivative, variant or fragment thereof. 

<400> 8 

Xaa Gin lie Lys lie Trp Phe Gin Asn Arg Arg Met Lys Trp Lys Lys 
15 10 15 



<210> 9 

<211> 16 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Peptide cell penetration moiety 



25545062.1 



-6- 



<220> 

<221> MIS COFEATURE 

<222> (1) . . (1) 

<223> Xaa is the amino acid R or Q or absent. 
<220> 

<221> MIS C_F E ATURE 

<222> (3) . . (3) 

<223> Xaa is the amino acid I or L . 
<220> 

<221> MI SC_FE ATURE 

<222> (4) . . (4) 

<223> Xaa is the amino acid K or R . 
<220> 

<221> MI SC_FE ATURE 

<222> (5) . . (5) 

<223> Xaa is the amino acid I or L . 
<220> 

<221> MI SC_FEATURE 

<222> (10) . . (10) 

<223> Xaa is the amino acid K or R. 
<220> 

<221> MIS C_F E ATURE 

<222> (11) - - (11) 

<22 3> Xaa is the amino acid K or R 
<220> 

<221> MIS C_FE ATURE 

<222> (13) . . (13) 

<223> Xaa is the amino acid K or R. 
<220> 

< 2 2 1 > MIS C_FE ATURE 
<222> (15) . . (15) 

<223> Xaa is the amino acid K or R. 
<220> 

< 2 2 1 > MI SC_FE ATURE 
<222> (16) . - (16) 

<223> Xaa is the amino acid K or R. 

<400> 9 

Xaa Gin Xaa Xaa Xaa Trp Phe Gin Asn Xaa Xaa Met Xaa Trp Xaa Xaa 
15 10 15 



<210> 10 

<211> 15 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Peptide cell penetration moiety 

<400> 10 



25545062.1 



-7- 



Gin He Arg He Trp Phe Gin Asn Arg Arg Met Lys Trp Lys Lys 
15 10 15 



<210> 


11 


<211> 


15 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<223> 


Peptide cell penetration 


<400> 


11 



Gin He Lys He Trp Phe Gin Asn Lys Arg Met Lys Trp Lys Lys 
15 10 15 



<210> 


12 


<211> 


15 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<223> 


Peptide cell penetration 


<400> 


12 



Gin He Lys He Trp Phe Gin Asn Lys Lys Met Lys Trp Lys Lys 
15 10 15 



<210> 


13 


<211> 


15 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<223> 


Peptide cell penetration 


<400> 


13 



Gin He Arg He Trp Phe Gin Asn Arg Lys Met Lys Trp Lys Lys 
15 10 15 



<210> 


14 


<211> 


15 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<223> 


Peptide cell penetration 


<400> 


14 



Gin He Arg He Trp Phe Gin Asn Arg Arg Met Arg Trp Lys Lys 
15 10 15 



<210> 15 



25545062.1 



-8- 



<211> 15 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Peptide cell penetration moiety 
<400> 15 

Gin lie Arg lie Trp Phe Gin Asn Arg Arg Met Lys Trp Arg Lys 
15 10 15 



<210> 


16 


<211> 


15 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<223> 


Peptide cell penetration 


<400> 


16 



Gin lie Arg lie Trp Phe Gin Asn Arg Arg Met Lys Trp Lys Arg 
15 10 15 



<210> 


17 


<211> 


15 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<223> 


Peptide cell penetration 


<400> 


17 



Gin lie Arg lie Trp Phe Gin Asn Arg Arg Met Lys Trp Arg Arg 
15 10 15 



<210> 


18 


<211> 


15 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<223> 


Peptide cell penetration 


<400> 


18 



Gin lie Arg lie Trp Phe Gin Asn Arg Arg Met Lys Trp Lys Lys 
15 10 15 



<210> 19 

<211> 15 

<212> PRT 

<213> Artificial 

<220> 



sequence 



25545062.1 



-9- 



<223> 


Peptide cell 


penetration moiety 


<400> 


19 




Gin lie Lys lie Trp 


Phe Gin Asn Arg Arg 


1 


5 


10 


<210> 


20 




<211> 


15 




<212> 


PRT 




<213> 


Artificial Sequence 


<220> 






<223> 


Peptide cell 


penetration moiety 


<400> 


20 





15 



Gin lie Arg lie Trp Phe Gin Asn Lys Arg Met Lys Trp Arg Lys 
1 5 10 15 



<210> 


21 


<211> 


15 


<212> 


PRT 


<213> 


Artificial Sequence 


<220> 




<223> 


Peptide cell penetration 


<400> 


21 



Gin lie Lys Leu Trp Phe Gin Asn Arg Arg Met Lys Trp Lys Lys 
1 5 10 15 



<210> 


22 


<211> 


15 


<212> 


PRT 


<213> 


Artificial sequence 


<220> 




<223> 


Peptide cell penetration 


<400> 


22 



Gin Leu Lys Leu Trp Phe Gin Asn Arg Arg Met Lys Trp Lys Lys 
1 5 10 15 



<210> 23 

<211> 15 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> Peptide cell penetration moiety 

<400> 23 

Gin Leu Arg lie Trp Phe Gin Asn Arg Arg Met Lys Trp Lys Lys 



25545062.1 



- 10- 



1 



5 



10 



15 



C 4* -L \J ^ 


24 


<211> 


25 


<212> 


PRT 


<213> 


Artificial sequence 


<220> 




<223> 


Peptide comprising i 




penetration moiety 


<400> 


24 



Trp Tyr Pro Trp Met Lys Lys His His Arg Gin lie Lys lie Trp Phe 
15 10 15 



Gin Asn Arg Arg Met Lys Trp Lys Lys 
20 25 



<210> 25 

<211> 25 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> Control Peptide 

<400> 25 

Trp Ala Pro Trp Glu Asp Asp His His Arg Gin lie Lys lie Trp Phe 
1 5 10 15 



Gin Asn Arg Arg Met Lys Trp Lys Lys 
20 25 



<210> 


26 


<211> 


24 


<212> 


PRT 


<213> 


Artificial sequence 


<220> 




<223> 


Peptide comprising mimic 




penetration moiety 


<400> 


26 



Trp Tyr Pro Trp Met Lys Lys His His Arg Gin lie Lys lie Trp Phe 
15 10 15 



Gin Asn Arg Arg Met Lys Trp Lys 
20 



<210> 27 
<211> 20 



25545062.1 



- 11 - 



<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer for RT-PCR. 
<400> 27 

cagtctgacc agcgtgaaaa 



<210> 28 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer for RT-PCR. 

<400> 28 

ggccatccaa atctgtccta 



<210> 
<211> 
<212> 
<213> 



29 
21 
DNA 

Artificial 



sequence 



<220> 

<223> Primer for RT-PCR. 
<400> 29 

atgtaccctg gcattgccga c 



<210> 
<211> 
<212> 
<213> 



30 
21 
DNA 

Artificial 



sequence 



<220> 

<223> Primer for RT-PCR. 
<400> 30 

gactcgtcat actcctgctt g 



<210> 31 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer for RT-PCR. 

<400> 31 

tgaagcctag cctgtcacct 



<210> 32 
<211> 20 
<212> DNA 



25545062.1 



<213> 



Artificial sequence 



<220> 
<223> 



Primer for RT-PCR. 



<400> 32 

cgcacagctg gaggtcttat 



20 



<210> 33 

<211> 21 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer for RT-PCR. 

<400> 33 

gggtgataca tggtggaaga g 21 



<210> 34 

<211> 21 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer for RT-PCR. 



<210> 35 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer for RT-PCR. 

<400> 35 

aataacccag cagccaactg 20 



<210> 36 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer for RT-PCR. 



<400> 34 

tgtgcaagat gaatcctcag g 



21 



<400> 36 

attttcatcc tgcggttctg 



20 



<210> 37 
<211> 21 
<212> DNA 



<213> Artificial sequence 



25545062.1 



-13- 



<220> 




<223> 


Primer for RT-PCR. 


<400> 


37 


agcgattacc tacccagcga c 


<210> 


38 


<211> 


18 


<212> 


DNA 


<213> 


Artificial sequence 


<220> 




<223> 


Primer for RT-PCR. 


<400> 


38 


agggtcccgg caggccgc 


<210> 


39 


<211> 


20 


<212> 


DNA 


<213> 


Artificial sequence 


<220> 




<223> 


Primer for RT-PCR. 


<400> 


39 


tggagctgga gaaggagttc 


<210> 


40 


<211> 


20 


<212> 


DNA 


<213> 


Artificial sequence 


<220> 




<223> 


Primer for RT-PCR. 


<400> 


40 


cgctccagct tctgtttctc 


<210> 


41 


<211> 


25 


<212> 


PRT 


<213> 


Artificial sequence 



21 



18 



20 



20 



<220> 

<223> Control Peptide 
<400> 41 

Trp Cys Cys Leu Ala Asp Arg His Gly Arg Gin lie Lys lie Trp Phe 
1 5 10 15 



Gin Asn Arg Arg Met Lys Trp Lys Lys 
20 ^ 25 



25545062.1 



- 14- 



<210> 42 

<211> 20 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> Primer for RT-PCR. 
<400> 42 

ctggccctgg ctacgtataa 



<210> 43 

<211> 20 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> Primer for RT-PCR. 
<400> 43 

tccaactttc cctgttttgg 



<210> 44 

<211> 20 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> Primer for RT-PCR. 
<400> 44 

ttcagcagaa ctccggctat 



<210> 45 

<211> 20 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> Primer for RT-PCR. 
<400> 45 

cctccgtctc cttctgattg 



<210> 46 

<211> 20 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> Primer for RT-PCR. 
<400> 46 

ttcagcacca agcaactgac 



25545062.1 



<210> 47 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer for RT-PCR. 

<400> 47 

tagtgggggt tgttccagag 



<210> 
<211> 
<212> 
<213> 



48 
20 
DNA 

Artificial 



sequence 



<220> 

<223> Primer for RT-PCR. 
<400> 48 

ttcagcaaaa tgccctctct 



<210> 
<211> 
<212> 
<213> 



49 
20 
DNA 

Artificial 



sequence 



<220> 

<223> Primer for RT-PCR. 
<400> 49 

taggccagct ccacagttct 



<210> 50 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer for RT-PCR. 

<400> 50 

ctcccaaaat cgctccatta 



<210> 51 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer for RT-PCR. 

<400> 51 

gaaaggagga ggaggaggaa 



<210> 52 



25545062.1 



<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer for RT-PCR. 

<400> 52 

acctgtgata gtgggcttgg 



<210> 53 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer for RT-PCR. 

<400> 53 

atacagccat tccagcaacc 



<210> 54 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer for RT-PCR. 

<400> 54 

tatggcctca accacctttc 



<210> 55 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer for RT-PCR. 

<400> 55 

aagcctgggt accaccttct 



<210> 56 

<211> 20 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> Primer for RT-PCR. 
<400> 56 

cagcctcctg gtctgaactc 



<210> 57 
<211> 20 



25545062.1 



<212> DNA 

<213> Artificial sequence 



<220> 

<223> Primer for RT-PCR. 



<400> 57 

atccagggga agatctgctt 



20 



<210> 58 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer for RT-PCR. 

<400> 58 

ccctggatga agaagatcca 20 

<210> 59 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer for RT-PCR. 



<210> 60 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer for RT-PCR. 

<400> 60 

tcttggagct ggagaaggaa 20 

<210> 61 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer for RT-PCR. 



<400> 59 

aattggagga tcgcatcttg 



20 



<400> 61 

gttgggcaac ttgtggtctt 



20 



<210> 
<211> 
<212> 



62 
20 
DNA 



25545062.1 



- 18- 



<213> Artificial sequence 



<220> 

<223> Primer for RT-PCR. 



<400> 62 

cgctcgagga cagcctatac 



20 



<210> 63 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer for RT-PCR. 

<400> 63 

gctctgggag tggtcttcag 20 



<210> 64 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer for RT-PCR. 



<210> 65 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer for RT-PCR. 

<400> 65 

tccatagggc cctcctactt 20 



<210> 66 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer for RT-PCR. 



<400> 64 

tcaaatgtgc catagcaagc 



20 



<400> 66 

ccggagaatg aagtggaaaa 



20 



<210> 
<211> 
<212> 
<213> 



Artificial sequence 



67 
20 
DNA 



25545062.1 



- 19- 



<220> 

<223> Primer for RT-PCR. 



<400> 67 

acgagaacag ggcttcttca 



20 



<210> 68 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer for RT-PCR. 

<400> 68 

aaggcctggt ctgggagtat 2 0 



<210> 69 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer for RT-PCR. 



<210> 70 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer for RT-PCR. 

<400> 70 

cagttacacg cgctaccaga 20 

<210> 71 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer for RT-PCR. 



<400> 69 

gcatccactc gctcactaca 



20 



<400> 71 

agagaggaaa ggcgaaaagg 



20 



<210> 
<211> 
<212> 
<213> 



Artificial sequence 



72 
20 
DNA 



25545062. 



-20- 



<220> 

<223> Primer for RT-PCR. 
<400> 72 

aaagcactcc atgacgaagg 



<210> 
<211> 
<212> 
<213> 



73 
20 
DNA 

Artificial 



sequence 



<220> 

<223> Primer for RT-PCR. 
<400> 73 

tccttctcca gctccagtgt 



<210> 74 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer for RT-PCR. 

<400> 74 

atttccttct ggccctcact 



<210> 75 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer for RT-PCR. 

<400> 75 

ggaaggtgga gttcacgaaa 

<210> 76 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer for RT-PCR. 

<400> 76 

aagaggaaaa gcgggaagag 

<210> 77 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 



25545062.1 



<223> Primer for RT-PCR. 



<400> 77 

ggtccacgtt tgactcccta 



20 



<210> 78 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer for RT-PCR. 

<400> 78 

tggtgtaaat ctgggggtgt 2 0 



<210> 79 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer for RT-PCR. 



<210> 80 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer for RT-PCR. 

<400> 80 

cagcctcaag ttcggttttc 20 



<210> 81 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer for RT-PCR. 



<210> 82 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer for RT-PCR. 



25545062.1 - 22 - 



<400> 79 

tctgataaag ggggctgttg 



20 



<400> 81 

cggagaggtt ctgctcaaag 



20 



<400> 82 

gtaggcttca gctgggactg 



<210> 83 

<211> 20 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> Primer for RT-PCR. 
<400> 83 

gggagccttt gcttaaatcc 



<210> 84 

<211> 20 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> Primer for RT-PCR. 
<400> 84 

ctcaggctac cagcagaacc 



<210> 85 

<211> 20 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> Primer for RT-PCR. 
<400> 85 

ttggcggagg atttacagtc 



<210> 86 

<211> 20 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> Primer for RT-PCR. 
<400> 86 

tcaaatgttt ccgtggatga 



<210> 87 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer for RT-PCR. 



25545062.1 



<400> 87 

gctcttgggc ttcctttttc 



20 



<210> 
<211> 
<212> 
<213> 



88 
20 
DNA 

Artificial 



sequence 



<220> 

<223> Primer for RT-PCR. 
<400> 88 

aataacccag cagccaactg 



<210> 89 

<211> 20 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> Primer for RT-PCR. 



<400> 89 

attttcatcc tgcggttctg 2 0 



<210> 90 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer for RT-PCR. 

<400> 90 

taatcaaaga cccggctacg 20 



<210> 91 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer for RT-PCR. 

<400> 91 

ctacggtccc tggtgaggta 2 0 



<210> 92 

<211> 20 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> Primer for RT-PCR. 
<400> 92 



25545062.1 



-24- 



agacgctgga actggagaag 



<210> 93 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer for RT-PCR. 

<400> 93 

aggctgggta gggtttagga 



<210> 94 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer for RT-PCR. 

<400> 94 

tcccccatgt ttctgaaaag 



<210> 95 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer for RT-PCR. 

<400> 95 

gggctcctct aagcctcact 



<210> 96 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer for RT-PCR. 

<400> 96 

acactggagc tggagaagga 



<210> 
<211> 
<212> 
<213> 



97 
20 
DNA 

Artificial 



sequence 



<220> 

<223> Primer for RT-PCR. 
<400> 97 

gatccggttt tctcgattca 



25545062.1 



<210> 
<211> 
<212> 
<213> 



98 
20 
DNA 

Artificial 



sequence 



<220> 

<223> Primer for RT-PCR. 
<400> 98 

cgcctggaga ttagcaagac 



<210> 99 

<211> 20 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> Primer for RT-PCR. 
<400> 99 

ggtcccttgg aaggagagtc 



<210> 100 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer for RT-PCR. 

<400> 100 

gctccttcac caccaacatt 



<210> 101 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer for RT-PCR. 

<400> 101 

aaatatccag ggacgggaac 



<210> 102 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer for RT-PCR. 

<400> 102 

cgctgcccct ataccaagta 



25545062.1 



<210> 103 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer for RT-PCR. 

<400> 103 

gtcaagggca aaatctgcat 



<210> 104 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer for RT-PCR. 

<400> 104 

cggaacagct actcctcctg 



<210> 105 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer for RT-PCR. 

<400> 105 

caggacgctg ttcttgttga 



<210> 106 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer for RT-PCR. 

<400> 106 

ggggctacgc tccctactac 



<210> 107 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer for RT-PCR. 

<400> 107 

gctgcctcgt agaactggtc 



25545062.1 



<210> 108 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer for RT-PCR. 

<400> 108 

caagccctat tcgaagttgc 



<210> 109 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer for RT-PCR. 

<400> 109 

gcttgctccc tcaacagaag 



<210> 110 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer for RT-PCR. 

<400> 110 

cgcttccccc tatctcctac 



<210> 
<211> 
<212> 
<213> 



111 

20 

DNA 

Artificial 



sequence 



<220> 

<223> Primer for RT-PCR. 
<400> 111 

cttcgggcgc atagaactta 



<210> 112 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer for RT-PCR. 

<400> 112 

ggatatcagc cacgacgaat 



<210> 113 



25545062.1 



<211> 20 
<212> DNA 

<213> Artificial sequence 



<220> 

<223> Primer for RT-PCR. 
<400> 113 

attatctggg caaagcaacg 



<210> 114 

<211> 20 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> Primer for RT-PCR. 
<400> 114 

cttggatgga gccaaggata 



<210> 115 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer for RT-PCR. 

<400> 115 

ccgcctccaa agtaaccata 



<210> 116 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer for RT-PCR. 

<400> 116 

gtggaaatcc aaggaggaca 



<210> 117 

<211> 20 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> Primer for RT-PCR. 
<400> 117 

ttgttgaggg acccactctc 



<210> 118 
<211> 20 



25545062.1 



<212> DNA 

<213> Artificial sequence 



<220> 

<223> Primer for RT-PCR. 
<400> 118 

ggggatgtgg ctctaaatca 



<210> 119 

<211> 20 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer for RT-PCR. 

<400> 119 

aacctggacc acatcaggag 



25545062.1 



